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ANN Artificial neural network
CART Classification And Regression Tree
CF Correlation factors
CTD Composition, transition and distribution of properties
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DNA Deoxyribonucleic acid
FCBF Fast correlation based filter
GPCRs G-protein coupled receptors
k-NN k-nearest neighbors.
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MRMR Minimum redundancy and maximum relevancy
NCBI National center for biotechnology information
PAAC Pseudo amino acid composition
PDB Protein data bank
RNA Ribonucleic acid
ROC Receiver operating characteristics
SD Sequence order descriptors
SVM Support vector machine
SVM-RFE Support vector machine based recursive feature elimination
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